CISBAN Symposium 2010: Systems Modelling of Ageing 

Venue: Newcastle University Research Beehive
For registration, contact Sharon Denley: Sharon.Denley@newcastle.ac.uk

Wednesday 14th July 2010

08:40-09:00
Tea and coffee – Reception Area

09:00-09:15
Welcome by Tom Kirkwood

Session 1:

Chair: Conor Lawless

09:15-09:35
Glyn Nelson : “The role of DNA damage in cellular senescence”

09:35-09:55
Neil Wipat : “Data integration for systems biology: the ONDEX project”

09:55-10:15
Howsun Jow : “The Statistical Analysis of Quantitative Proteomic Data: A Bayesian Perspective”

10:15-10:45
Amanda Greenall and Colin Gillespie : “Parallel high throughput approaches to understand telomere uncapping in yeast”

10:45-11:05
Tea and coffee – Beehive Reception Area

Session 2:

Chair: Satomi Miwa

11:05-11:25
Graham Smith : “Modelling Insulin- and Insulin-Like Signalling and its Transcriptional Response”

11:25-11:45
Joyce Wang : “Late-onset, short-term dietary restriction reduces cell senescence in mice”

11:45-12:15
David Lydall and Darren Wilkinson : “QFP, Quantitative Fitness Profiling, a powerful approach to understand the telomere cap”

12:15-12:35
Günther Lepperdinger (Innsbruck): “Age-related dysbalance of regenerative systems – allostasis of cell renewal and progenitor molding”

12:35 – 13:25
Lunch– lounge area, Courtyard Restaurant

Session 3:

Chair: Morgan Taschuk

13:25-13:45 
Carole Proctor : "Stochastic models of protein aggregation in age-related neurodegeneration"

13:45-14:15
Daryl Shanley and Lizzie Andrews : “The PPP and Telomere Uncapping: exploring potential links using a systems biology approach”

14:15-14:45
Sofia Lisanti and Darren Daniels : “Regulation of gene expression in senescence and ageing”

14:45-15:05 
Tea and coffee – Beehive Reception Area

Session 4:

Chair: Tom Kirkwood

15:05-15:25
Johannes Grillari (Vienna): “MicroRNA-31 is part of the senescent secretome and inhibits osteogenic differentiation of mesenchymal stem cells”

15:25-15:45
Morgan Taschuk : “Using the Cross-Species Interactome Database (CID) to predict ageing-related pathways”

15:45-16:15
Conor Lawless and Satomi Miwa : “A dynamic model of mouse physiology and radioactive pulse-chase labelling allow estimation of mitochondrial turnover rate in multiple tissues in vivo”

16:15-16:35
Ilaria Bellantuono (Sheffield) : “A systems biology approach to Down syndrome: identification of Notch/Wnt dysregulation in a model of stem cells aging”

16:35-17:00
Conclusion by Tom Kirkwood

